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1. A method for mo 
plant or plant org 
transgenic plant con 
contains a DNA seque 1 
interest capable of de; 
conditions condu 
sequence is 
said pi 
if 

encoding said (primary) 



fying 



characteriz 
aining 



ice 



fad 



t organ 
plant 



composition of a 
by the growing of a 
expression cassette which 
flooding a (primary) enzyme of 
ing a plant polysaccharide, under 
hereby said enzyme-encoding DNA 
the carbohydrate composition of 
s modified, with the proviso that 
gan is potato, the DNA sequence 
me of interest originates from a 



en 



m] 



il source, 



2. The method of Yrlaim 1 further characterized in that said 
expression cassettes contains a regulatory sequence capable of 
directing the expression of said enzyme of interest at a 
selected maturity sttage of the development of the transgenic 
plant or plant organ 



Lm 1 fur 



3 . The method of cla 
expression construct 
specific expression of \ said e 



lis cap 



her characterized in that said 
le of directing the tissue- 
zyme of interest. 



4. The method of claii 
DNA sequence encoding 
provided with a leade: 
expressed enzyme to a p; 
organelle. 



35 



5. The method of clai 
increase in the conte 
to six monosaccharid 
plant or plant organ/as 
of interest. 



er characterized in that the 
aid/ primary) enzyme of interest is 
fqudnce capable of targeting the 
reAdeteprmined cellular compartment or 



furl 



her characterized in that an 
soluble saccharides containing up 
uni\ts is obtained in said transgenic 
esult of the action of said enzyme 



6. The method of claim 1 wherein said (primary) enzyme of 
interest is selected from the group selected from amylases, 
glucanases , cellulases , \ endoglucanases , arabinanases , 
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rhamnosidases, 1< 
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mannanases , xylanases , 
ranase and inulanase. 
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f ucosidases , 



7. The method of\ claim 1 wherein the DNA sequence encoding 
said (primary) enztyme of interest originates from a microbial 
source . 
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8. The method of blaim 7 wherein the DNA sequence encoding 
said (primary) enzyme of interest is selected from the group 
consisting of anl a-amyla^e originating from Bacillus 
lichenif ormis and a| glucoamyl^se originating from Aspergillus 
niger. 



9. The method according t 
that said transgenic plan 
constructs containi 
enzyme of interest I oth< 
(primary) enzyme of in 
interest being cap 
products resulting f 
interest as a substra 



iblf 



torn 



claim 1 further characterized in 
contains one or more expression 
constructs encoding a secondary 
/than and in addition to said 
est, said secondary enzyme of 
ofi using the starch degradation 
he taction of said primary enzyme of 




10. The method of clairf 9 further characterized in that said 
additional enzyme of 1 /interest is selected from the group 
consisting of glucaamylases, pullulanases, isoamylases, 
cyclomaltodextrin-D-gilicotransf erases , a- ( 1-4 ) -glucanases , a- 
( 1-4 ) -glucosidases , oM( 1-6 ) -glucosidases , 3-glucosidases , D- 
glucoseisomerases ana inulinases. 



3 0 11. The method of 

characterized in ttfat 
the group consisting 
carrot, lettuce, sfcrawb 



y one of claims 1-10 further 
aid transgenic plant is selected from 
of tomato, potato, corn, cassave, 
»rry and tobacco. 



35 12. An expressioi 
sequence encoding! 
a plant polysaccharide 



consi 



an enz 



ruct characterized in that a DNA 
r me of interest capable of degrading 
s operably linked to a regulatory 



sequence capable of directing the expression of said enzyme 
of interest at a selected! maturity stage of the development 
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of a transgenic plant or plant organ. 



13. An expression construct characterized in that a DNA 
sequence encoding an enzyme of interest capable of degrading 
a plant polysaccharide is operably linked to the 3 5S CaMV 
promoter. 
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14. An expression construct: 
sequence encoding an ^nzyme 
10 a plant polysaccharid 

sequence capable of dit^cti 
of said enzyme of inte 



»st < 



characterized in that a DNA 
of interest capable of degrading 
perably linked to a regulatory 
the tissue-specific expression 



15. A vector comprising] 
15 any of the claims 12 - 



an/ expression construct according to 

i4.y 
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16. A transgenic plant y characterized in that said plant 
contains an expression/! cassette according to any one of 
claims 12-14. 



17 . A bacterial strain o\ 
strain contains a vector 



laracterized in that said bacterial 
according to claim 15. 



18. A transgenic plant or\ plant organ characterized in that 
25 said plant or pl^/nt organ contains a modified carbohydrate 
composition a result of th£ method according to either one of 
claims 1 and 9 . 
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